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l. Objectives

Cell-free DNA (cfDNA) screening for trisomy 16 (T16) and trisomy 22 (T22) has been clinically
available as part of the MaterniT® 21 PLUS laboratory-developed test since October 2013.

In 2016, early laboratory screening experience for these two esoteric trisomies was presented.’
Updated outcome data are described here.

I11. Results

Maternal blood samples submitted for MaterniT®21 PLUS testing were subjected to DNA extraction, library preparation,
and genome-wide massively parallel sequencing as previously described by Jensen et al.? Data analysis was performed
on reportable cases for which trisomy 16 and 22 screening was ordered as part of the Enhanced Sequencing Series (ESS).
For positive results, outcome data were elicited by phone or email from the ordering provider.
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